SUMMARY A family segregating for the A, J, and K alleles at cholinesterase locus 1 is described. Several further examples of the AJ and AK phenotypes occur in this family, and one member of the family, by genetic analysis, is phenotype JK. In relation to possible succinylcholine apnoea, phenotypes AJ, AK, and JK should all be considered vulnerable.
Several quantitative variants at serum cholinesterase locus 1 (E.C.3.1.1.8) have been described. The most frequently encountered is E1s which gives rise to a 97 to 10000 reduction in enzyme activity.' Other, and rarer, alleles are E1i, 2 3 which is associated with a 65 to 70 Y reduction, and EI, with which activities are reduced by only about 33 %. The latter alleles were discovered in families segregating for the atypical (Ela) allele by finding sera with anomalous dibucaine inhibition values. In every case, family studies confirmed the inherited nature of the abnormality.
E1k has been described in two families and Eli identified in two families and possibly in a third.5
We describe here a family in which the data are best explained by postulating segregation for El a, E1i, and E1k. One family member is consistent with genotype E1jE1k.
Methods
The sera from members of the M family were studied in two laboratories. The methods used in laboratory A, based upon propionylthiocholine, have been described elsewhere,6 7 and table 2, table 4 gives results on a subject with the usual phenotype who had six samples drawn over a 5-year period. As expected, although there is moderate variation in the enzymatic activity, the inhibitions show little variation. None of the variance tabulated in tables 2 to 4 or in previous publications would change the assignment of phenotype. This is true even in subjects whose serum cholinesterase activity is depressed by disease; the inhibitions are not altered. 
